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Table 1. Development of an Extraction Method for HPLC/MS/MS Chromatogram from the Analysis
_ _ the HPLC/MS/MS Analysis of Eglin C from Plasma  of a Standard Fortified with Eglin C at 0.25 ug/mL
Purpose — Develop an HPLC/MS/MS Extraction IR R R A
method to determine concentrations of Extraction of Eglin C or other polypeptides
Eglin C, a 70 amino acid polypeptide in from 200 pL of rat plasma in 96 well plates

plasma when typical liquid-liquid and Investigate several methods of extraction Strata X elution with 1% formic acid _ /Eg,in c

EEEEEICHNE TR unsuc.cessful including acetonitrile precipitation and 96 well Strata X elution with 5%
Methods — 96 well-plate extraction and solid phase extraction formic acid in acetonitile
HPLC/ESI/MS/MS (API3000) oAcetonitrile L

096 well plate SPE extraction: Strata-X
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Sequence and Structure of
the Polypeptide, Eglin C

TEFGSELKSFPEVVGKTVDQAREYFTLHYPQYDV
YFLPEGSPVTLDLRYNRVRVFYNPGTNVVNHVPHVG

Approximate Molecular Weight
8090 amu




